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SF-1B A& T, &ERIAS (Common Primer) & kit 3kb (-3 k Primer) O
TS5M3x—EBWEIBENDH, PCR7O4 7 byt Ehi
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O TV—=7%2BEL TV E0ED, 3CTveLf %M
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O E— % — g% & Bl 3kb @ SF-IR A I E OB T
V=TI LN/, L LT aE—F —5HigE L
JiL15kb @ SF-145 & % & i ik L Tk, v—7
IR O b hoiz (B2). ZOKEH,S, SF-1
WARMBTIE YO E— ¥ — & L 3kb o SF-1# 448
B OB THREMICV—72EE (3 KICHISIEE) &
N, StAR OIEEEELSNL EEZ bhi [5].
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Wit 2 MU 2 07 R R O B % R 2§ 5 s
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WSbnEEzbN5 [6].
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