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HBIR T ORI SBHED DL R ) DO H
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WAICRIESE 2 2 LT, HAEICED 5 EETOFE
RS, PMEORBBEZRTHEIETFERELTER &
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WeEED L EHNTEL [3, 4], —FHT, FHAFR
MIZEMLTWAHI259hb5T, KO LTHIEFITK
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L7z. —7Ji, CRISPR/Cas9¥ A 7 & Tl # B Mpr iz —
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BETE2F LD THHRIFINTE 5.
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